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accggccagc ctgcgcggca gcaccgcacc ccggagccgc agctcttcct cccgcttgcc 
60 

cgacagccct ggtgccaagc cctgtctgag ccccaccagg aggaagcgcg tgctggctgc 
120 

cccccatccg ctctgggact ctggcctgct gcttcctctg cctgccactc cccaaccccg 
180 

tttcctcctc tgaaaactgg agctacacct gccccaacag ggcagaatta ccttaaatgg 
240 

cacaagacaa ttgcacagca gacccacctc ttccccaaag ttttcagggc ccaaacccag 
300 

acacctcctt gcaggactca tggctaccgt gggctcgcac caccagcctc cccatgcgtt 
360 

ttcctgcctc tgcttttgct caatctgctc aatgacagaa acgcgacaac agagggcact 
420 

ttctccaaac ccagctctcc ctcgaggctc ccatcctgct gctcacgctg aggccactct 
480 

accctgccct: ccgcagctca caggcagacc tggagcccag tgactacagg gttggcctcc 
540 

tcatcttgcc accactcaca atgcccagca gtgttaaaat ccggcaggat gcacccgctt 
600 

gggaagcagt ccccaaagca gaatcgtcac cacatctgaa tagtttctgc catcccactg 

660 

acaggccagc atctaaaaga gatgtgcgct gagcgtccgt tatgtggtgg cgtcgctgtg 
720 

gtttcttaac cagaacgcaa aatcctgtga ccaggattac caccggctcg tttcatacat 
780 

gagacggggg aagccaaagt aaccactcag gccacagcag aaaaacgcgt 
830 

<210> 2520 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 2520 



Met Ser Pro 


Ala 


Arg 


Arg 


cys 


Leu 


Gly 


Leu 


Gly 


Pro 


Glu 


Asn 


Phe 


Gly 


1 




5 










10 










15 




Glu Glu Val 


Gly 
20 


Leu 


Leu 


Cys 


Asn 


Cys 
25 


Leu 


Val 


Pro 


Phe 


Lys 
30 


Val 


lie 


Leu Pro Cys 


Trp 


Gly Arg 


Cys 


Ser 


Ser 


Ser 


Phe 


GlxL Arg 


Arg 


Lys 


Arg 


35 










40 










45 








Gly Trp Gly 


Val 


Ala 


Gly Arg 


Gly 


Ser 


Ser 


Arg 


Pro 


Glu 


Ser 


Gin 


Ser 


50 








55 










60 








Gin 


Arg Trp Arg 
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<210> 2521 
<211> 4291 
<212> DNA 

<213> Homo sapiens 
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<400> 2S21 

ctctctctct ttcgggcgga gtcgcccacc actgccagcc cagcgctggg gggacctgct 
60 

ccaggctgca gccgcaggac cccaccaccc cccatggctc ccctggcctt ggtgggggtc 
120 

acactcctcc tggcggctcc cccatgctcc ggggcagcca ccccaacccc ctccctgccg 
180 

cctcccccgg ccaatgacag cgacaccagc acagggggct gccaggggtc ctaccgctgc 
240 

cagccggggg tgctgctgcc cgtgtgggag cccgacgacc cgtcgctggg tgacaaggcg 
300 

gcacgggcag tggtgtactt tgtggccatg gtctacatgt ttctgggagt gtccaccatc 
360 

gccgaccgtt tcatggcggc catcgaggtc atcacgtcaa aagagaagga gatcaccatc 
420 

accaaggcca acggtgagac cagcgtgggc accgttcgca tctggaatga gacggtgtcc 
480 

aacctcacgc tcatggccct gggctcctcc gcacctgaga tcctgctgtc agtcaccgaa 
540 

gcctgcggcc acaacttcca ggcgggtgag ctgggcccag gcaccatcgc gggcagcgct 
600 

gccttcaaca tgtttgtggt catcgccgtg tgcatctacg tcatcccagc cggcgagagc 
660 

cgcaagatca agcacctgag agtcttcttt gtcaccgcct cttggagcat cttcgcctat 
720 

gtctggctct atctcatcct tgctgttttt tcccccggtg tggtccaggt gtgggaggcg 

780 

ctgctgaccc tggtcttctt cccggtgtgc gcggtattcg cctggatggc cgacaagcgg 
840 

cfcgctcttct acaagtacgt gtacaagcgc taccgcaccg acccacgcag cggcatcatc 
900 

ataggcgccg agggcgaccc cccgaagagc atcgagctgg acggcacgtt cgtgggcgcc 
960 

gaggccccag gtgagctggg cggcctgggc ccgggccccg ccgaggcgcg cgagctggac 
1020 

gccagccgcc gcgaggccac ccagatcctc aaggacctca agcagaagca cccggacaag 
1080 

gatctggagc agctggtggg caccgccaac tactacgcgc tgctgcacca gcagaagagc 
1140 

cgcgccttct accgcatcca ggccacgcgg ctgatgaccg gcgccgggaa cgtgctgcgc 
1200 

agacacgcgg cggacgcccc gcgcagggcg gcgccggccg agggcgcggg cgaggacgaa 
1260 

gacgacggcg ccagccgcac cttcttcgag cctagcctct accactgcct ggagaactgc 
1320 

ggctccgtgc tgctgtccgt cacgcgccag ggcggcgagg gcaacagcac cttctacgtg 
1380 

gactaccgca ccgaggacgg ctctgccaag gcgggctccg actacgagta cagcgagggc 

1440 

acgctggtgt tcaaaccagg cgagacgcag aaggagctgc gcatcggcat catcgacga 
1500 

gacatctccg aggaggacga gcatctcccc gtgcggctgc tgaacctgcg cgtgggcgac 
1560 
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gcgcagggca tgCtcgagcc ggacggcggc 
1620 

ctgctggcca ccgc caeca t cctggacgac 
1680 

cgcctgctgc acgcgagcga gtgcatgggc 
1740 

ggcgcgcgcg gcaccgtgcg ccttccctac 
1800 

ggcgtgcact acgaggacgc gtgcggagag 
1860 

accctccagg cgaagacagc tgatgacgag 
1920 

gagctgggcc agccccagtg gcttaagcga 
1980 

gatggggaca ggaagctaac agccgaggag 
2040 

aagccagctc ctggggagaa ctgccggctg 
2100 

aagaacacgg tggataaact catcaagaaa 
2160 

ccacggaggg agcagtttitt agaggcaatt 
2220 

gaggacgggt: cccgggagga gcggctgccg 
2280 

acggtgttct ggaaggtgct cttcgcctgt 
2340 

gcccgctttg gtgtctccat cctggtcatc 
2400 

gcctcccact tcggctgcac cgttggcctc 
2460 

gccctgggca cctccatccc cgacacgttc 
2520 

tgcgccgacg cgtccatcgg caacgtgacc 
2580 

ctgggcgtcg cctggtctgt ggccgccgtg 
2640 

gtgcgcactg gcacgctggc cttctccgtc 
2700 

attgccgtgc tgctgtaccg gcgccggccg 
2760 

ggacccaagc tcgccaccac cgcgctcctc 
2820 

gccagcctgg aggcgtactg ccacatccgg 
2880 

cccaccgccc gcccggggct agggactcgg 
2940 

ttccccccag actcggcctc ctctcctggg 

3O00 

ggctttgatt gcccctgtitc cgcgtcccca 
3060 

gcctccccgg ttcctcccct gcggtgaccc 
3120 

tatatccccg gggaaactcc caccccagtc 
• 3180 



gggcggccca aggggcggct ggtggcgccg 
gaccacgcag gcatcttctc cttccaggac 
accgtggacg tgcgcgtcgt gcgcagctcg 
cgcacggtgg acggcacggc gcgcggcggc 
ctggagcttg gcgacgacga gaccatgaaa 
gaatatgaga aaaaggataa tt^cttcatt 
gggatttcag ctctgctact caatcaaggg 
gaggaggctc ggaggatagc agagatgggc 
gaggtcatca tcgaggagtc atatgatttt 
acgaacttgg ccttggtaat tgggaccc^t 
acggtgagcg caggggacga ggaggaggag 
tcgtgctttg actacgtgat gcacttcctg 
gtgcccccca ccgagtactg ccacggctgg 
ggcctgctca ccgccctcat tggggacctc 
aaggactctg tcaatgctgt cgtcttcgtt 
gccagcaagg tggcggcgct gcaggaccag 
ggccccaacg cggtgaacgt gttccttggc 
tactgggcgg cgcagggccg ccccttcgag 
acgctcttca ccgtcttcgc cttcgtgggc 
cacatcggcg gcgagctggg cggcccgcgc 
ctgggcctct ggctcctgta catcctcttc 
ggcttctagg gcctcgcgca gagactcgtc 
ctgcacctgc tcttggaccc tggtctcctt 
actcggcctc ccttctccgc cccctcccct 
gtagctcagc cttccctctt cctctcggga 
caactccagc ccatcctgtt ggtgaccgcc 
ccccccccag ggaaccaccc ccagtaacca 



1806 



wo 00/58473 



PCTAJSOO/08621 



tcctggggag tttaaggtct 
3240 

cccttcccct agtgaccccc 
3300 

tccccggggg accctcgaag 
3360 

cagccctcag ggagctccgc 
3420 

gaggccgcac acctttcctt 
3480 

ccaggcccgg agacgagggg 
3540 

gcacattttg aacctgcaac 
3600 

tgagagccca gccacgcctt 
3660 

aggggggacg cgggagggtg 
3720 

ggcagcagac tccctcagcc 
3780 

agtccagccg atctcccctg 
3840 

ccgggcagga ccctcgaaga 
3900 

aaatgctgcc acatctctgc 
3960 

caagggatct gggtgggcat 
4020 

gcattttctt actgttgatg 
4080 

ccttgggccc ctaggatgac 

40.40 

gcattctatc gtcctgttgt 
4200 

ctctccccca gctcatcatc 
4260 

taaaacttcg aaatnctgcc 

4291 

<210> 2522 
<211> 952 
<212:> PRT 

<213> Homo sapiens 



ctctccctgg tcacccagcc 
ccccacttca ccccacgtcc 
gaggctgtca gaggccgtct 
t cage cc egg eggggaggag 
ecaatccctc cactcgggtt 
agaagtttgg ggtttcagtc 
ttcagacatt eeagctcccc 
ggagggaggg gcttgtgtgt 
catgtcttgg gaaaaggggg 
atgagaacca gctttgggga 
acaatctgga aggttcatCC 
ggagaccgag ggtcccagag 
ctgatggggg gtggggatgg 
ttttaacttt ggaggccttc 
tctcctgccc aaaggacaca 
ccaactaccc ccataacttt 
gctcagcccc aacatcccag 
agtcgctgtc ccttrttctgt: 
tigaaaaaaaa a 



tggctttgcc cccaaagtcc 
cagagcctica gaacccaccc 
cagctcccag cccttccccc 
cgggtgggtg tgcgcgcaag 
cttgggagga cactcattct 
ccagggctta gceggaggaa 
cactcgcccc ccaccacctc 
gtatatagtg tgtttggggg 
tgacagacaa cttttgagag 
ggaggccggg aatcaaagcg 
tgccctcagt gccagccaat 
gaccaatgct acaagccagc 
gtggggggat gggactgggc 
catctgtcgg taggccatct 
tttgggcagt gccacccact 
ctgcttccca caggttttca 
acccgttacc cgctaecctt 
gatttctgta aaagttgcca 



<400> 2522 

Leu Ser Leu Phe Arg Ala Glu Ser 

1 5 
Gly Gly Pro Ala Pro Gly Cys Ser 
20 

Ala Pro Leu Ala Leu Val Gly Val 

35 40 
Cys Ser Gly Ala Ala Thr Pro Thr 

50 55 
Asn Asp Ser Asp Thr Ser Thr Gly 



Pro Thr Thr Ala Ser Pro Ala Leu 

10 15 
Arg Arg Thr Pro Pro Pro Pro Met 
25 30 
Thr Leu Leu Leu Ala Ala Pro Pro 
45 

Pro Ser Leu Pro Pro Pro Pro Ala 
60 

Gly Cys Gin Gly Ser Tyr Arg Cys 
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65 70 75 80 

Gin Pro Gly Val Leu Leu Pro Val Trp Glu Pro Asp Asp Pro Ser Leu 

es 90 95 

GLy Asp Lys Ala Ala Arg Ala Val Val Tyr Phe Val Ala Met Val Tyr 

100 105 110 

Met Phe Leu Gly Val Ser lie lie Ala Asp Arg Phe Met Ala Ala lie 

115 120 125 

Glu Val He Thr Ser Lys Glu Lys Glu He Thr He Thr Lys Ala Asn 

130 135 140 

Gly Glu Thr Ser Val Gly Thr val Arg He Trp Asn Glu Thr Val Ser 
145 ISO 155 160 

Asn Leu Thr Leu Met Ala Leu Gly Ser Ser Ala Pro Glu He Leu Leu 

165 170 175 

Ser Val He Glu Val Cys Gly His Asn Phe Gin Ala Gly Glu Leu Gly 

180 185 190 

Pro Gly Thr He Val Gly Ser Ala Ala Phe Asn Met Phe Val Val He 

195 200 205 

Ala Val Cys He Tyr Val He Pro Ala Gly Glu Ser Arg Lys He Lys 

210 215 220 

His Leu Arg Val Phe Phe val Thr Ala Ser Trp Ser He Phe Ala Tyr 
225 230 235 240 

Val Trp Leu Tyr Leu He Leu Ala Val Phe Ser Pro Gly Val Val Gin 

245 250 255 

Val Trp Glu Ala Leu Leu Thr Leu Val Phe Phe Pro Val Cys val Val 

260 265 270 

Phe Ala Trp Met Ala Asp Lys Arg Leu Leu Phe Tyr Lys Tyr Val Tyr 

275 280 285 

Lys Arg Tyr Arg Thr Asp Pro Arg Ser Gly He He He Gly Ala Glu 

290 295 300 

Gly Asp Pro Pro Lys Ser He Glu Leu Asp Gly Thr Phe Val Gly Ala 
305 310 315 320 

Glu Ala Pro Gly Glu Leu Gly Gly Leu Gly Pro Gly Pro Ala Glu Ala 

325 330 335 

Arg Glu Leu Asp Ala Ser Arg Arg Glu Val He Gin He Leu Lys Asp 

340 345 350 

Leu Lys Gin Lys His Pro Asp Lys Asp Leu Glu Gin Leu Val Gly He 

355 360 365 

Ala Asn Tyr Tyr Ala Leu Leu His Gin Gin Lys Ser Arg Ala Phe Tyr 

370 375 380 

Arg He Gin Ala Thr Arg Leu Met Thr Gly Ala Gly Asn val Leu Arg 
385 390 395 400 

Arg His Ala Ala Asp Ala Ser Arg Arg Ala Ala Pro Ala Glu Gly Ala 

405 410 415 

Gly Glu Asp Glu Asp Asp Gly Ala Ser Arg He Phe Phe Glu Pro Ser 

420 425 430 

Leu Tyr His Cys Leu Glu Asn Cys Gly Ser Val Leu Leu Ser Val Thr 

435 440 445 

Cys Gin Gly Gly Glu Gly Asn Ser Thr Phe Tyr Val Asp Tyr Arg Thr 

450 455 460 

Glu Asp Gly Ser Ala Lys Ala Gly Ser Asp Tyr Glu Tyr Ser Glu Gly 
465 470 475 480 

Thr Leu Val Phe Lys Pro Gly Glu Thr Gin Lys Glu Leu Arg He Gly 

485 490 495 

He He Asp Asp Asp He Phe Glu Glu Asp Glu His Phe Phe Val Arg 
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500 505 510 

Leu Leu Asn Leu Arg Val Gly Asp Ala Gin Gly Met Phe Glu Pro Asp 

515 520 525 

Gly Gly Gly Arg Pro Lys Gly Arg Leu Val Ala Pro Leu Leu Ala Thr 

530 535 540 

Val Thr lie Leu Asp Asp Asp His Ala Gly lie Phe Ser Phe Gin Asp 
545 550 555 560 

Arg Leu Leu His Val Ser Glu Cys Met Gly Thr Val Asp Val Arg Val 

565 570 575 

Val Arg Ser Ser Gly Ala Arg Gly Thr Val Arg Leu Pro Tyr Arg Thr 

580 585 590 

Val Asp Gly Thr Ala Arg Gly Gly Gly Val His Tyr Glu Asp Ala Cys 

555 600 605 

Gly Glu Leu Glu Phe Gly Asp Asp Glu Thr Met Lys Thr Leu Gin Val 

610 615 620 

Lys lie Val Asp Asp Glu Glu Tyr Glu Lys Lys Asp Asn Phe Phe lie 
625 630 635 640 

Glu Leu Gly Gin Pro Gin Trp Leu Lys Arg Gly lie Ser Ala Leu Leu 

645 650 655 

Leu Asn Gin Gly Asp Gly Asp Arg Lys Leu Thr Ala Glu Glu Glu Glu 

660 665 670 

Ala Arg Arg He Ala Glu Met Gly Lys Pro Val Leu Gly Glu Asn Cys 

675 680 685 

Arg Leu Glu Val He He Glu Glu Ser Tyr Asp Phe Lys Asn Thr Val 

690 695 700 

Asp Lys Leu He Lys Lys Thr Asn Leu Ala Leu Val He Gly Thr His 
705 710 715 720 

Ser Trp Arg Glu Gin Phe Leu Glu Ala He Thr Val Ser Ala Gly Asp 

725 730 735 

Glu Glu Glu Glu Glu Asp Gly Ser Arg Glu Glu Arg Leu Pro Ser Cys 

740 745 750 

Phe Asp Tyr Val Met His Phe Leu Thr val Phe Trp Lys Val Leu Phe 

755 760 765 

Ala Cys val Pro Pro Thr Glu Tyr Cys His Gly Trp Ala Cys Phe Gly 

770 775 780 

Val Ser He Leu Val He Gly Leu Leu Thr Ala Leu He Gly Asp Leu 
785 790 795 800 

Ala Ser His Phe Gly Cys Thr val Gly Leu Lys Asp Ser Val Asn Ala 

805 810 815 

Val Val Phe Val Ala Leu Gly Thr Ser He Pro Asp Thr Phe Ala Ser 

820 825 830 

Lys Val Ala Ala Leu Gin Asp Gin Cys Ala Asp Ala Ser He Gly Asn 

835 840 845 

Val Thr Gly Ser Asn Ala val Asn Val Phe Leu Gly Leu Gly Val Ala. 

850 855 860 

Trp Ser Val Ala Ala Val Tyr Trp Ala Val Gin Gly Arg Pro Phe Glu 
865 870 875 880 

Val Arg Thr Gly Thr Leu Ala Phe Ser Val Thr Leu Phe Thr Val Phe 

885 890 895 

Ala Phe Val Gly He Ala val Leu Leu Tyr Arg Arg Arg Pro His He 

900 905 910 

Gly Gly Glu Leu Gly Gly Pro Arg Gly Pro Lys Leu Ala Thr Thr Ala 

915 920 925 

Leu Phe Leu Gly Leu Trp Leu Leu Tyr He L-eu Phe Ala Ser Leu Glu 
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930 935 940 

Ala Tyr Cys His He Arg Gly Phe 
945 950 

<210> 2523 

<211> 392 

<212> DNA 

<213> Homo sapiens 

<400> 2523 

rmnattacct acgttcgcac cctgtcagga ttcgcctaca ccgcatttgt cgtggatgtc 
60 

ttcagccgaa aaattgttgg tgttgctaca cgctcgacga tgcgtaccga tgcgctgccc 
120 

atggaggctt tggagcatgc gttaacgact gcagggcgaa ttcatggaaa ccagttaatt 
180 

caccatagcg atcggggcag ccagtacgtg tcactgaagc attccaccgc gttagcggaa 
240 

tccggaatcc gtccgagtgt gggaacagtc ggcgattctt atgacaacgc tctagccgaa 
300 

acagtcaacg gtctctacaa ggcggaactg attcatgccc aaggtccgtg gacgtcggtc 
360 

ggagaagtcg aattggccac cttgcggnnn nn 
392 

<210> 2524 

<211> 130 

<212> PRT 

<213> Homo sapiens 



<400> 2524 
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15 




Val 
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Val 


Phe 


Ser 


Arg 


Lys 


He 
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What is claimed is: 

1 . An isolated nucleic acid molecule encoding a polypeptide comprising an amin< 
acid sequence that is at least 85% identical to a polypeptide including an amino acid sequence 
selected from the group consisting of SEQ ID NO:2/7, wherein n is any integer 1-3 161, or the 
complement thereof. 

2. The isolated nucleic acid molecule of claim 1, said molecule hybridizing undei 
stringent conditions to a nucleic acid sequence complementary to a nucleic acid molecule 
comprising the sequence of nucleotides selected from the group consisting of SEQ ID NO:2rt- 
wherein n is any integer 1-3 1 6 1, or the complement thereof. 

3. The isolated nucleic acid molecule of claim 1 , said molecule encoding a 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ U 
NO: 2^2, wherein n is any integer 1-3161, or an amino acid sequence comprising one or more 
conservative substitutions in the amino acid sequence selected from the group consisting of SI 
ID NO: 2a2. 

4. The isolated nucleic acid molecule of claim 1, wherein said molecule encodes ; 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ I] 
NO: 2/7, wherein n is any integer 1-3161. 

5- The isolated nucleic acid molecule of claim I, wherein said molecule comprise 
the sequence of nucleotides selected from the group consisting of SEQ ID NO:2w-l, wherein ) 
any integer 1-3161, or the complement thereof. 

6. An oligonucleotide less than 100 nucleotides in length and comprising at least ■ 
contiguous nucleotides selected from the group consisting of SEQ ID NO:2«-l, wherein a7 is a 
integer 1 -3 1 6 1 , or the complement thereof. 

7. A vector comprising the nucleic acid molecule of claim 1. 
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8. The vector of claim 7, wherein said vector is an expression vector. 
9 A host cell comprising the isolated nucleic acid molecule of claim 1. 

10. A substantially purified polypeptide comprising an amino acid sequence at least 
80% identical to a polypeptide comprising the amino acid sequence selected from the group 
consisting of SEQ ID NO: 2/2, wherein n is any integer 1-3161 . 

1 1. The polypeptide of claim 10, wherein said polypeptide comprises the amino acid 
sequence selected from the group consisting of SEQ ID NO: 2/?, wherein n is any integer 1-3161 

1 2. An antibody that selectively binds to the polypeptide of claim 1 0. 

13. . A pharmaceutical composition comprising a therapeutically or prophylactically 
effective amount of a therapeutic selected from the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 10; and 

c) the antibody of claim 12; 

and a pharmaceutically acceptable carrier. 

14. A kit comprising in one or more containers, a therapeutically or prophylactically 
effective amount of the pharmaceutical composition of claim 13. 

15. A method of producing the polypeptide of claim 1 0, said method comprising 
culturing the host cell of claim 9 under conditions in which the nucleic acid molecule is 
expressed. 

16. A method of detecting the presence of the polypeptide of claim 10 in a sample, 
comprising contacting the sample with a compound that selectively binds to said polypeptide 
under conditions allowing the formation of a complex between said polypeptide and said 
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compound, and detecting said complex, if present, thereby identifying said polypeptide in said 
sample. 

17. A method of detecting the presence of a nucleic acid molecule of claim 1 in a 
sample, the method comprising contacting the sample with a nucleic acid probe or primer that 
selectively binds to the nucleic acid molecule and determining whether the nucleic acid probe c 
primer bound to the nucleic acid molecule of claim 1 is present in the sample. 

18. A method for modulating the activity of the polypeptide of claim 10, the methoc 
comprising contacting a cell sample comprising the polypeptide of claim 10 with a compound 
that binds to said polypeptide in an amount sufficient to modulate the activity of the polypeptid 

19. The use of a therapeutic in the manufacture of a medicament for treating a 
syndrome associated with a ORPX-associated disorder, wherein said therapeutic is selected fro 
the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 10; and 

c) the antibody of claim 12. - 

20. A method for screening for a modulator of activity or of latency or predispositio 
to an ORFX-associated disorder, said method comprising: 

a) contacting a test compound with the polypeptide of claim 10; and 

b) determining if said test compound binds to said polypeptide, 

wherein binding of said test compound to said polypeptide indicates the test compound is a 
modulator of activity or of latency or predisposition to an ORFX-associated disorder. 

21. A method for screening for a modulator of activity or of latency or predispositio: 
to an ORFX-associated disorder, said method comprising: 

a) administering a test compound to a test subject at an increased risk ORFX- 
associated disorder, wherein said test subject recombinantly expresses a 
polypeptide encoded by the nucleotide of claim 1 ; 
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b) measuring expression the activity of said protein in said test subject; 

c) measuring the activity of said protein in a control subject that recombinantiy 
expresses said protein and is not at increased risk for an ORFX-associated 
disorder; and 

d) comparing expression of said protein in said test subject and said control subject, 
wherein a change in the activity of said protein in said test subject relative to said 
control subject indicates the test compound is a modulator or of latency of 
predispostition to an ORFX-associated disorder. 

22. The method of claim 20, wherein said test animal is a recombinant test animal 
that expresses a test protein transgene or expresses said transgene under the control of a promoter 
at an increased level relative to a wild-type test animal, and wherein said promoter is not the 
native gene promoter of said transgene. 

23. A method for determining the presence of or predisposition to a disease associated 
with altered levels of a polypeptide of claim 1 1 in a subject, the method comprising: 

a) measuring the amount of the polypeptide in a sample from said subject; and 

b) comparing the amount of said polypeptide in step (a) to the amount of the 
polypeptide present in a control sample, 

wherein an alteration in the level of the polypeptide in step (a) as compared to the control 
sample indicates the presence of or predisposition to a disease in said subject. 

24. The method of claim 23, wherein said subject is a human. 

25. A method for determining the presence of or predisposition to a disease associated 
with altered levels the nucleic acid molecule of claim 1 in a subject, the method comprising: 

a) measuring the amount of the nucleic acid in a sample from the marnmalian 
subject; and 

b) comparing the amount of said nucleic acid in step (a) to the amount of the nucleic 
acid present in a control sample. 
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wherein an alteration in the level of the nucleic acid in step (a) as compared to the coi 
sample indicates the presence of or predisposition to said disease in said subject. 

26. The method of claim 25, wherein said subject is a human. 

27. A method of treating or preventing a pathological condition associated with ai 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
polypeptide of claim 10 in an amount sufficient to alleviate or prevent said pathological 
condition. 

28. The method of claim 27, wherein said subject is a human. 

29. A method of treating or preventing a pathological condition associated with ar 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
nucleic acid molecule of claim 1 in an amount sufficient to alleviate or prevent said patholog: 
condition. 

30. The method of claim 29, wherein said subject is a human. 

31. A method of treating or preventing a pathological condition associated with ar . 
ORFX-associated disorder in a subject, the method comprising administering to said subject i 
antibody of claim 12 in an amount sufficient to alleviate or prevent said pathological conditio 

32. The method of claim 31, wherein said subject is a human. 
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